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Abstract
Porcine reproductive and respiratory syndrome virus (PRRSV) is a highly contagious virus that has led to enormous
economic loss worldwide because of ineffective prevention and treatment. In view of their minimized size, high
target specificity and affinity, nanobodies have been extensively investigated as diagnostic tools and treatments
of many diseases. Previously, a PRRSV Nsp9-specific nanobody (Nb6) was identified as a PRRSV replication inhibi‑
tor. When it was fused with cell-penetrating peptide (CPP) TAT, Nb6-TAT could enter the cells for PRRSV suppression.
However, delivery of molecules by CPP lack cell specificity and have a short duration of action. PRRSV has a tropism
for monocyte/macrophage lineage, which expresses high levels of Fcγ receptors. Herein, we designed a nanobody
containing porcine IgG Fc (Fcγ) to inhibit PRRSV replication in PRRSV permissive cells. Fcγ fused Nb6 chimeric anti‑
body (Nb6-pFc) was assembled into a dimer with interchain disulfide bonds and expressed in a Pichia pastoris system.
The results show that Nb6-pFc exhibits a well-binding ability to recombinant Nsp9 or PRRSV-encoded Nsp9 and that
FcγR-mediated endocytosis of Nb6-pFc into porcine alveolar macrophages (PAM) was in a dose-dependent manner.
Nb6-pFc can inhibit PRRSV infection efficiently not only by binding with Nsp9 but also by upregulating proinflamma‑
tory cytokine production in PAM. Together, this study proposes the design of a porcine IgG Fc-fused nanobody that
can enter PRRSV susceptible PAM via FcγR-mediated endocytosis and inhibit PRRSV replication. This research reveals
that nanobody-Fcγ chimeric antibodies might be effective for the control and prevention of monocyte/macrophage
lineage susceptible pathogeneses.
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Introduction
Antibodies represent the largest and fastest growing class
of drugs against numerous diseases in the pharmaceutical industry. Although many conventional monoclonal
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antibodies (mAbs) have proven therapeutic potential in
the treatment of different diseases, their preparation is
usually time-consuming and costly, specifically for antibody manufacturing processes in eukaryotic systems.
These disadvantages inhibit their clinical use for disease
control in animals. In recent years, nanobodies (Nbs)
derived from single-domain antibodies (sdAbs) of the
Camelidae immunoglobulin have become an attractive
alternative to mAbs due to their smaller size, greater
solubility, easy expression by prokaryotic or eukaryotic
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systems, and low cost production [1–3]. More importantly, Nbs carrying different tags can enter target cells,
making them particularly suitable for the treatment of
the diseases [4]. While many works on the production
and design of Nbs for treatment of human diseases are
currently available [5], there are limited studies on the
preparation of Nbs against animal diseases.
Porcine reproductive and respiratory syndrome (PRRS)
mainly causes reproductive failures in sows and respiratory distress in growing pigs [6, 7]. The disease has been
considered an epidemic for more than 30 years [8–11]
and remains a great concern to the swine industry worldwide due to viral mutation, ineffective vaccinations,
and lack of efficient antiviral strategies [12–14]. PRRS
virus (PRRSV), the causative agent of PRRS, is a single
stranded positive RNA virus that belongs to the Arteriviridae family [15, 16]. PRRSV isolates can be divided
into two genotypes: European (Type 1) and North
American (Type 2). The complete genome of PRRSV varies from 14.9 to 15.5 kb in length and contains 11 open
reading frames (ORF) [17, 18]. Amongst these, ORF1b
encodes the Nsp9 gene, the RNA-dependent RNA polymerase (RdRp), which is denoted as one of the core factors in PRRSV replication. Previous studies documented
that Nsp9 is a relatively conserved region in the PRRSV
genome [19] and an ideal target of antiviral design for the
control of PRRSV infection. In our previous study, we
produced Nb6 fused with trans-activating transduction
(TAT) peptide and found that it can inhibit replication of
two genotypes of PRRSV isolates in MARC-145 cells and
PAM [10, 20]. However, TAT exhibits several disadvantages including a short half-life in blood and nonspecific
delivery to normal tissue [21].
As it is well known, PAM serve as the primary host
cells for PRRSV infection and express several phagocytic receptors that play a role in macrophage receptor-mediated phagocytosis [22]. The most effective
phagocytic leukocyte receptors have been reported as
the receptors for the Fc portion of IgG (FcγRs) [23, 24].
Activation of FcγRs can secrete cytokines by triggering
various secondary signaling pathways and produce a variety of cytokines, chemokines, and lipid mediators [25,
26]. On the basis of the signaling motifs at their intracellular domain, type I FcγRs are divided into activation and
inhibitory receptors [27]. So far, three types of porcine
FcγRs (FcγRI, FcγRIII and FcγRIIB) have been confirmed
on PAM, including two activation receptors (FcγRI and
FcγRIII) and one inhibitory receptor (FcγRIIB) [28–33].
Importantly, after the Fc portion of IgG binds to activated
FcγRs, the immunoreceptor tyrosine based activation
motif (ITAM) domains become phosphorylated triggering a series of signals to mediate particle internalization
[34].
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In this study, a pig Fcγ ligated PRRSV Nsp9 specific
nanobody (named Nb6-pFc) was designed, produced
and shown to inhibit PRRSV infection of PAM. Using
Western blot, immunofluorescence assay (IFA), and flow
cytometry assay (FCM), the uptake of Nb6-pFc by PAM
via FcγR-mediated phagocytosis and subsequent inhibition of PRRSV replication were evaluated. Overall, this
study provides a novel approach for the development of
nanobodies fused with IgG Fc as therapeutic agents to
control PRRSV infection.

Materials and methods
Cells and viruses

PAM were collected from 6-week-old PRRSV-negative
pigs using the method previously described [35]. Cells
were cultured in RPMI-1640 medium (Gibco, USA)
containing 10% heated-inactivated fetal bovine serum
(FBS) and an antibiotic–antimycotic solution (100 μg/
mL of streptomycin, 100 μg/mL of penicillin) at 37 °C in a
humidified 5% CO2 incubator. MARC-145 cells were cultured in DMEM medium (Gibco, USA) containing 10%
FBS. In this study, a green fluorescent-labeled recombinant PRRSV named rSD16/TRS2/clover [36] and a highly
pathogenic PRRSV (HP-PRRSV)GD-HD (GenBank ID:
KP793736.1) were selected for virus inhibition experiments. All PRRSV strains were propagated and titrated in
MARC-145 cells and stored at − 80 °C.
Design and production of nanobodies and pig IgG Fc
fusion proteins

To obtain pig Fcγ fused nanobodies (named Nbs-pFc),
the gene of pFc (including hinge region, CH2, CH3) was
ligated downstream of the Nb gene. The sequences of
Nb6 and Nb53 (a nanobody derived from unimmunized
camel peripheral blood lymphocytes, as the control)
were obtained from previous research [10]. The template of porcine IgG1a Fc (accession number U03781)
was retrieved from The International Immunogenetics Information System (IMGT) website. The full-length
Nb6-pFc and Nb53-pFc strands were codon-optimized
for yeast and synthesized by GENEWIZ (China). Then,
restriction endonucleases EcoRI and XbaI were added to
Nb6-pFc and Nb53-pFc by the primers shown in Table 1,
which were then inserted into the Pichia pastoris expression vector pPICZαA (Invitrogen, USA) (Figure 1A).
The reverse primer contains a stop codon to terminate
the expression of the following sequences in vectors
(Table 1). Based on Figure 1B, the Nbs-pFc protein was
determined to be a dimer with an interchain disulfide
bond. After single digestion by SacI (TakaRa, China), the
linearized pPICAαA-Nb6-pFc and pPICAαA-Nb53-pFc
were electro-transformed into a X-33 Pichia pastoris
strain and placed in YPD (containing 1% yeast extract,
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Table 1 Primers for construction of pPICZα A-Nbs-pFc
plasmids and detection of PRRSV ORF7 and cytokines
Gene
Nbs-pFc
PRRSV ORF7
PAM IL-1β
PAM IL-6
PAM IL-8
PAM IL-10
PAM IL-12p40
PAM IFN-α
PAM IFN-β
PAM TNF-α
GAPDH

Primer

Sequence (5′–3′)

Forward

GGTGAAT TCCAGGTCCAAC TGCAGGAGTC

Reverse

GGGTCTAGATCACT TGCCCTGTGTCT TGC

Forward

AGATCATCGCCCAACAAAAC

Reverse

GACACAATTGCCGCTCACTA

Forward

CCTTGAAACGTGCAATGATGACT

Reverse

GTGGAGAGCC TTCAGCATGT

Forward

CCGGTCT TGTGGAGTT TCAG

Reverse

CAGGGTC TGGATCAGTGCT T

Forward

CCAGCAT TCACAAGTC TTC TTGC

Reverse

ATGTCCTCAAGGTAGGATGGGG

Forward

GCATCCACTTCCCAACCA

Reverse

TCGGCAT TACGTC TTCCAG

Forward

GTTTCAGACCCGACGAACTC

Reverse

GAGGACCACCATT TCTCCAG

Forward

ACTTCCACAGACTCACCCTCTATC

Reverse

ATGACTTCTGCCC TGATGATCT

Forward

TGCAACCACCACAATTCC

Reverse

CTGAGAATGCCGAAGATCTG

Forward

AGCCGCATCGCCGTCTCCTAC

Reverse

CCTGCCCAGATTCAGCAAAGTCC

Forward

CCTTCCGTGTCCC TAC TGCCAAC

Reverse

GACGCCTGCT TCACCACCT TCT

Underlined and italicized nucleotides sequences are the restriction enzyme
cutting sites nucleotides and the termination codon, respectively

2% peptone, and 2% dextrose) plates with 100 μg/mL
Zeocin™ (Gibco, USA). Plasmids with positive X-33 colonies were identified by PCR using the Nbs-pFc primer
pair (Table 1). After the recombinant strains were activated in YPD medium for 2 days, their cultivation was
enlarged in BMGY medium (containing 1% yeast extract,
2% peptone, 100 mM potassium phosphate, 1.34% YNB,
4 × 10–5% biotin, and 1% glycerol) for 1 day, and then
induced by 0.5% methanol for expression in BMMY (containing 1% yeast extract, 2% peptone, 100 mM potassium
phosphate, 1.34% YNB, 4 × 10–5% biotin, and 0.5% methanol). Following 5 days of induction, the culture medium
of Pichia pastoris was collected, and pH was adjusted
to 7.5 using 1 M Tris-Base for purification by Protein G
resin (Genscript, China). All reagents were purchased
from Sigma, Germany, and the procedures for expression were performed according to the Easyselect™ Pichia
Expression Kit (Invitrogen, USA) manual.
Indirect enzyme‑linked immunosorbent assay (ELISA)

To determine Nb6-pFc binding with Nsp9, a modified ELISA was designed and performed as previously
described [10]. The recombinant Nsp9 was diluted with

Figure 1 Construction and analysis of purified pig Fc linked
nanobodies. A Design and construction of pPICZα-A-Nbs-pFc. B
Speculative structural model of Nbs-pFc. C SDS-PAGE identification
of purified Nbs-pFc. The predicted sizes of the pFc linked nanobodies
are 80 kDa in absence of β-mercaptoethanol and 40 kDa in presence
of β-mercaptoethanol. M, protein marker; lanes 1 to 4, reduced
Nb6-pFc, non-reduced Nb6-pFc, reduced Nb53-pFc, non-reduced
Nb53-pFc, respectively. D Western blot identification of purified pig
Fc-linked nanobodies by HRP-conjugated goat anti-swine IgG and
rabbit anti-camel sera.

0.01 M phosphate-buffered saline (PBS) and coated into
an ELISA plate (Nunc, Denmark) at 400 ng/well overnight at 4 °C. After washing with PBS’T (5% of Tween20 in 0.01 M PBS) three times, the plates were blocked
with 200 μL of 2.5% dry milk (BD, USA) in PBS’T for 1 h
at room temperature. Then, different dilutions of Nb6pFc, Nb53-pFc, and His-Nb6 (stored from earlier studies) [20] were added to the plate as the first antibody to
incubate for 1 h at 37 °C. After washing again, the rabbit
anti-camel IgG sera (1:2000) were added and incubated
for 1 h at 37 °C. Then, the peroxidase-goat anti-rabbit
IgG (H+L) (Jackson, USA) were added and incubated
for 1 h at 37 °C. After a second washing, the single-component substrate solution tetramethylbenzidine (TMB)
(Solarbio, China) was added to produce a color reaction.
Finally, 3 M H
 2SO4 was used to stop the reaction, and OD
values were read at 450 nm (OD450 nm) by an automated
ELISA plate reader.
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To determine whether Nb6-pFc interacts with Nsp9 from
PRRSV, a pull-down assay was designed and performed.
Briefly, MARC-145 cells were inoculated with PRRSV
strain GD-HD at a multiplicity of infection (MOI) of 0.1
for 36 h. Then, the cells were lysed with NP40 (Beyotime,
China) containing a proteinase inhibitor cocktail (Roche,
Mannheim, Germany), and the insoluble material was
removed by centrifugation at 13 000 × g for 10 min at
4 °C. The Nb6-pFc and control antibody were first incubated with Dynabeads protein G (Invitrogen, USA) following the manufacturer’s instructions, then mixed with
the above-mentioned cell lysate and incubated overnight
at 4 °C. Magnetic beads and protein complex were separated from the liquid by a magnet, washed with PBS three
times, then analyzed for Western blot analysis.

30 min at room temperature. After three more washes
with 0.01 M PBS, Nbs-pFc (10, 1, 0.1 μg/mL), mouse antiNsp9 sera (homemade, 1:1000 dilution) or rabbit anticamel sera (homemade, 1:1000 dilution) were incubated
with cells as the first antibody. After a second washing,
Alexa flour 488 conjugated-goat anti-swine IgG (H+L)
(Jackson, USA), Alexa flour 555 conjugated-goat antimouse IgG (H+L) (Thermo Fisher Scientific, USA), or
Alexa flour 488 conjugated-goat anti-rabbit IgG (H+L)
(Jackson, USA) were used as the secondary antibodies.
Following another washing, the coverslips were dried and
mounted on microscope slides using fluoroshield with
DAPI (Sigma, Germany) and observed under a confocal
microscope (AF6000; Leica, Wetzlar, Germany). Mockinoculated or medium-treated cells were used as controls
to assess background staining.

Analysis of Nbs‑pFc uptake in PAM

Flow cytometry assay (FCM)

PAM were seeded in 24-well plates at a density of
1 × 106/mL. After confluent monolayers formed, the cells
were incubated with 3% FBS culture medium containing
Nb6-pFc, Nb53-pFc, and His-Nb6 at concentrations of
5–20 μM at 4 °C for 1 h. Then, cells were shifted into a
5% CO2 humidified incubator at 37 °C. After a set period
of time (4 °C for 1 h; 37 °C for 5, 15, 30 min and 1, 2, 6,
12, 24 h), the cells were collected, washed with PBS three
times, and detected by Western blot, IFA, and FCM.

FCM was performed following the procedure described
by the manufacturer (Invitrogen, CA, USA). First, PAM
were seeded in 24-well plates at a density of 1 × 106/
mL. After 2 h of incubation with Nbs-pFc, the cells were
released from cell plates by trypsin digestion (Sigma,
Germany). After washing with PBS, the cells were fixed
and permeablized by a 1-mL fixation/permeabilization
working solution in Foxp3/Transcription Factor Staining Buffer Set (Thermo Fisher Scientific, USA) at 4 °C for
40 min in a 1.5-mL tube. Then the cells were blocked by
1% BSA for 1 h at room temperate and then incubated
with Alexa Flour 488-conjugated goat anti-swine IgG
(1:200, Jackson, USA) for 1 h on ice. Finally, the cells were
resuspended in a flow cytometry staining buffer and analyzed by flow cytometry.

Pull‑down assay

Cell viability analysis

To evaluate the cytotoxicity of Nbs-pFc, cell viability was
evaluated using a cell counting kit-8 (CCK-8) assay (Beyotime, China) as described previously [35] with the following modifications. PAM were seeded at a density of
1 × 105 cells per well in 96-well plates and incubated in
a 5% CO2 humidified incubator at 37 °C. After confluent
monolayers formed, the cells were washed with PBS and
then incubated with different concentrations of Nb6-pFc
and Nb53-pFc in 3% FBS medium for 24 h. CCK-8 reagent (10 μL) was added into each well and incubated for
1 h at 37 °C. The absorbance was measured at OD450 nm
using an Epoch microplate spectrophotometer (BioTek
Instruments, Winooski, VT, USA) to calculate cell viability. The results are expressed as the percentage of the
optical density of treated cells to that of untreated control
cells, which was defined as 100% viability.
Indirect immunofluorescence assay (IFA)

The IFA procedure was modified based on a previously
reported assay [37]. The cells were fixed with 4% paraformaldehyde (Sigma-Aldrich) for 15 min at room temperature, and then permeated with 0.25% Triton X-100
(Sigma-Aldrich) for 5 min. After washing with PBS
three times, the fixed cells were blocked by 1% BSA for

Inhibition of PRRSV replication by Nb6‑pFc

PAM were seeded into 96-well plates or 12-well plates at
a density of 1 × 106 cells/mL and inoculated with PRRSV
at a MOI of 0.01 for 1 h. Then, the cell culture medium
was replaced with fresh medium supplemented with
Nb6-pFc, Nb53-pFc, or purified specific pathogen-free
pig IgG. At 24 and 36 h post-inoculation (hpi), for SD16/
TRS2/clover inoculated cells, virus fluorescence was
observed by an inverted microscope (Leica DMI6000B,
Leica, Germany); for GD-HD inoculated cells, cell supernatant were collected for the progeny virus titration, and
the cells were harvested for Western blot and quantitative real-time PCR analyses.
Quantitative real‑time PCR

The PAM were washed three times with PBS, and the
total RNA were extracted using TRIzol reagent (TaKaRa,
China). Reverse transcription reactions were performed
using a PrimeScript RT master mix kit (TaKaRa, China)
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according to the manufacturer’s instructions. Quantitative real-time (qPCR) was carried out on a StepOnePlus
real-time PCR system (Applied Biosystems, Foster City,
CA, USA) using RealStar green fast mixture with ROX
(Roche, Germany) and PRRSV ORF7, IL-1β, IL-6, IL-8,
IL-10, IL12p40, IFN-β, IFN-α, and TNF-α forward and
reverse primer pairs (list in Table 1). The reaction was
performed in 20 μL, and cellular glyceraldehyde-3-phosphate dehydrogenase (GAPDH) mRNA was measured as
an internal reference.
Virus titration

Progeny virus production was detected by titration as
previously described [38], with the following modifications. MARC-145 cells were plated on 96-well plates 24 h
before viral inoculation. Virus supernatants were tenfold
serially diluted, and 100 μL of each was added to each
well with eight replicates. Five days after inoculation, the
50% tissue culture infective dose ( TCID50) was calculated
using the Reed–Muench method [39].
Western blot analysis

Western blot was performed as previously described
[40], with the following modifications. Briefly, cells were
harvested and lysed, and the cellular proteins were separated by 12% SDS-PAGE and blotted onto polyvinylidene
difluoride (PVDF) membranes (Millipore, USA). After
being blocked with 5% skim milk for 1 h at room temperature, the PVDF membranes were probed with one
of the following primary antibodies: rabbit anti-camel
IgG serum (1:2000), mouse anti-PRRSV N mAb 6D10
(1 μg/mL; produced in our laboratory), or anti-β-tubulin
(1:5000; Transgene, Beijing, China). Membranes were
washed three times with PBST, followed by incubation
with HRP-conjugated goat anti-rabbit IgG (Jackson,
USA) or HRP-conjugated goat anti-mouse IgG (Jackson,
USA) at a 1:5000 dilution as the secondary antibody. The
reactions were visualized using an ECL chemiluminescent detection system according to the manufacturer’s
instructions (Pierce, Rockford, IL, USA).
Statistical analysis

All experiments were performed with at least three independent replicates. The results were analyzed using a
student t test for comparisons between two groups or
one-way analysis of variance (ANOVA) for more than
two groups. A P value of 0.05 was considered statistically
significant.
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Results
Expression and purification of nanobodies fused with pig
IgG Fc

The nanobodies fused to pig IgG Fc, denoted Nb6-pFc
and Nb53-pFc, were successfully expressed and secreted
in the culture medium from Pichia pastoris. The two
fusion proteins were affinity purified using Protein G
resin (Genscript, China), then analyzed by SDS-PAGE
(reduced and unreduced) (Figure 1C) and Western blot
(Figure 1D). The results reveal that high purity Nb6pFc and Nb53-pFc were obtained. In the presence of
β-mercaptoethanol, the predicted size of Nbs-pFc was
about 40 kDa, while unreduced SDS-PAGE (without β-mercaptoethanol) exhibited a size 2-times larger
(about 80 kDa). These results suggest that Nbs-pFc can
be assembled into a dimer by interchain disulfide bonds
located in the hinge region (amino acid sequences: GTKTKPPCPICP) [41], which is consistent with the speculative structural model (Figure 1B). Purified Nbs-pFc could
be detected by rabbit anti-camel serum and HRP-conjugated goat anti-swine IgG (Figure 1D), indicating that
they contained the Nb-pFc sequences. Collectively, these
findings show that Nb6-pFc and Nb53-pFc (as the control) were successfully prepared.
Interaction between Nb6‑pFc and PRRSV Nsp9

Indirect ELISA was used to evaluate the Nb6-pFc binding with Nsp9. As shown in Figure 2A, Nb6-pFc and HisNb6 specifically reacted with Nsp9 produced by bacterial
expression systems, but Nb53-pFc did not. The binding
concentration of Nb6-pFc to Nsp9 was as low as 1 ng/
mL (Figure 2A) indicating that Nb6-pFc produced by
the Pichia pastoris expression system has better antigen
binding activity.
In order to verify the binding of Nb6-pFc to PRRSV
Nsp9, MARC-145 cells were inoculated by PRRSV
GD-HD strains at an MOI of 0.1 for 24 h. Then, the
cells were fixed and detected by Nb6-pFc or Nb53-pFc
and homemade mouse anti-Nsp9 sera. As shown in Figure 2B, 10, 1.0 and 0.1 μg/mL Nb6-pFc displayed positive
green fluorescence of PRRSV infected cells and colocalization with mouse anti-Nsp9 positive cells (red), while
each concentration of Nb53-pFc displayed no fluorescence (Figure 2B). Subsequently, the PRRSV Nsp9 in
infected MARC-145 cells was also pulled down by the
Nb6-pFc but not by Nb53-pFc (Figure 2C). These results
indicate that Nb6-pFc expressed by Pichia pastoris can
interact with PRRSV Nsp9.
Cellular uptake of Nb6‑pFc and Nb53‑pFc

To examine the ability of Nbs-pFc to enter PAM, cells
treated with Nbs-pFc were detected by Western blot,
IFA and FCM. According to IFA results (Figure 3A),
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Figure 2 Detection of Nb6-pFc interacted with Nsp9. A ELISA detection of binding with prokaryotic expressedNsp9. Different concentrations of
Nb6-pFc interacted with Nsp9. His-Nb6 and Nb53-pFc were used as positive and negative antibody controls, respectively. Assays were performed
in duplicate, and data are presented as mean ± SD. B IFA detection of binding with PRRSV Nsp9. Nb6-pFc and Nb53-pFc were detected by Alexa
flour 488-conjugated goat anti-swine IgG (Green) and positive infected cells were stained by mouse anti-Nsp9 serum (Red). C MARC-145 cells were
inoculated with SD16 at a MOI of 0.1 for 36 h, and Nsp9 was pulled down by Nb6-pFc and Nb53-pFc. The bound proteins were detected by Western
blot using mouse anti-Nsp9 serum and HRP-conjugated goat anti-swine IgG Fc.

Nb6-pFc and Nb53-pFc were clearly detected in PAM
at concentrations of 5 and 20 μM, respectively; in contrast, His-Nb6 without pFc was not detected in the
cells. These results were also verified by Western blot
(Figure 3B), confirming that Nb6-pFc accumulated in
the cytoplasm in different concentrations. FCM analysis indicates that Nb6-pFc internalization was dosedependent in PAM (Figure 3C). The delivery efficiency
of the control nanobody Nb53-pFc at 20 μM was similar to that of Nb6-pFc when detected by Western blot
and FCM (Figures 3B, C). In addition, the time points
at which Nb6-pFc entered PAM were determined by
IFA (Figure 3D) and Western blot (Figure 3E). After
1 h of treatment at 4 °C, Nb6-pFc was clearly detected
on the cytomembrane, and then gradually entered the
cytoplasm within 2 h after shifting to 37 °C (Figures 3D,
E); the presence of Nb6-pFc persisted in the cells up
to 24 h (Figure 3E). Furthermore, a cell counting kit-8

(CCK-8) assay was performed to test the toxicity of
Nb6-pFc in PAM. As shown in Figure 4, the viability
of PAM was close to that of the untreated control cells
until a concentration of 50 μM Nb6-pFc was added,
suggesting that Nb6-pFc is non-toxic to PAM at lower
concentrations. Moreover, Nbs-pFc can be uptaken by
PAM in a dose-dependent manner because of interaction between porcine IgG Fc and FcγRs. It should also
be noted that porcine IgG1 Fc chimeric nanobodies displayed no cell toxicity.
Nb6‑pFc inhibits PRRSV replication in PAM

To evaluate the antiviral efficacy of Nb6-pFc, a clovertagged PRRSV infectious clone and HP-PRRSV strain
GD-HD were selected for subsequent testing.
Clover-tagged PRRSV infectious clone, rSD16/TRS2/
clover, offers a fast and reliable testing method for screening new antiviral agents [36] and was used to evaluate the
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Figure 3 Cellular uptake of Nbs-pFc by PAM. A IFA, B Western blot, and C flow cytometry analyses of Nbs-pFc entry into PAM at different
concentrations. PAM were treated with 0–20 μM Nbs-pFc for 2 h. D IFA and E Western blot analyses of uptake of 20 μM Nb6-pFc into PAM at
different time points of incubation.

Figure 4 Detection of Nbs-pFc toxicity using CCK8 kits. Data are
expressed as mean ± SD from five independent experiments. P values
were calculated using ANOVA. P values were < 0.05 (*), < 0.01 (**), and
< 0.001 (***) compared with normal cultured cells (ns: not significant).

inhibition efficiency of Nb6-pFc. The monolayer PAM
were inoculated with rSD16/TRS2/clover at a MOI of
0.01 for 1 h, and were treated with 3% FBS/RIPM 1640
containing different concentrations of Nb6-pFc, Nb53pFc, and purified pig IgG. The treated cells were cultured
in an incubator for 36 h and observed by an inverted

microscope (Leica DMI6000B, Leica, Germany) at 24
and 36 hpi to evaluate the replication suppression. The
PRRSV positive particles were calculated using Image J
software and compared with the medium control group
to estimate the inhibition efficiency of Nb6-pFc (Figure 5C, D). At the time point of 24 hpi, Nb6-pFc and
Nb53-pFc (with concentrations of 10, 20, and 30 μM)
treated cells showed less fluorescence than 10 μM pig IgG
and medium control (Figure 5A). The relative positive
cell ratio suggests that each concentration of Nb6-pFc
and Nb53-pFc inhibits about 50% of virus replication.
Comparatively, at 36 hpi, the inhibition level of Nb6-pFc
is much higher than that at Nb53-pFc in every concentration as well as pig IgG and medium control (Figure 5B).
According to the calculations, 10, 20, and 30 μM Nb6pFc showed about 50%, 45%, and 25% relative positive
cell ratios compared to the medium control, respectively;
the same concentrations of Nb53-pFc showed about
100%, 80%, and 75%, which were significantly higher than
Nb6-pFc (Figure 5C). This further signifies that Nb6-pFc
can inhibit rSD16/TRS2/clover replication in a dosedependent manner.
To verify the virus suppression activity of Nb6-pFc, a
high pathogenicity PRRSV strain named GD-HD was
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Figure 5 Inhibition of rSD16/TRS2/clover replication by Nb6-pFc in PAM. Fluorescence was observed with a microscope (Leica DMI6000B
Leica, Germany) at A 24 hpi and B 36 hpi, and PRRSV positive particles were calculated using Image J software and compared with the medium
control group to estimate inhibition efficiency of Nb6-pFc at C 24 hpi and D 36 hpi. Data are expressed as mean ± SD from three independent tests.
P values were calculated using ANOVA as < 0.05 (*), < 0.01 (**), and < 0.001 (***) compared with cells infected with PRRSV alone (ns: not significant).

chosen for further experiments. PAM were first inoculated with GD-HD at an MOI of 0.01 for 1 h, then cell
supernatants were replaced with Nb6-pFc and Nb53-pFc.
Cells and culture supernatants were harvested at 24 and
36 hpi for detection of PRRSV N protein expression via
Western blot, ORF7 mRNA level via qPCR, and progeny virus. At 24 hpi, N proteins (Figure 6A) and relative
mRNA levels of PRRSV ORF7 (Figure 6B) and progeny
virus in culture supernatants (Figure 6C) were significantly decreased following treatment with Nb6-pFc (10,
20, and 30 μM) and Nb53-pFc (30 μM) compared to the
medium control (Figure 6A). No difference was observed
between the various concentrations of Nb6-pFc and
Nb53-pFc. These results are consistent with clover tagged
SD16 (Figure 5). At 36 hpi, in the 20 and 30 μM Nb6-pFc
treated group, the expression and transcription levels of
PRRSV ORF7 were significantly lower than those following treatment with 30 μM Nb53-pFc (Figures 6D, E). The
virus titer of 30 μM Nb6-pFc was also significantly lower
than other groups (Figure 6F), suggesting that Nb6-pFc

presents an effective inhibition of GD-HD production
compared with control antibody Nb53-pFc at 36 hpi.
Furthermore, different concentrations of Nb6-pFc and
Nb53-pFc showed the same virus suppression efficiency,
which was greater than the medium control group at
24 hpi regardless of PRRSV strain (Figures 5A and 6A, B,
D). These results were in conflict with those of our previous studies [10, 20].
FcγR mediated phagocytosis of Nbs‑pFc induces PAM
activation

Interestingly, the findings of the current work (Figures 5A, C and 6A–C) differ from our previous research,
which stated that cellular-expressed Nb53 or TAT-Nb53
do not suppress PRRSV infection [10, 20]. Considering
that PAM are equipped with a broad range of receptors
and can secrete cytokines by triggering various secondary signaling pathways [42], we speculated that antiviral cytokines were induced by FcγR cross-linking and
phagocytosis. To prove this, PAM were inoculated with

Zhang et al. Vet Res

(2021) 52:25

Page 9 of 14

Figure 6 HP-PRRSV GD-HD replication by Nb6-pFc in PAM. Nbs-pFc and PRRSV Nsp9 were detected at A 24 hpi and D 36 hpi by Western
blot using HRP-goat anti-swine IgG and anti-PRRSV N protein mAb, respectively. Relative levels of PRRSV RNA at B 24 hpi and E 36 hpi detected by
RT-qPCR using PRRSV ORF7-specific primers. The GAPDH mRNA level served as an internal reference. Progeny virus released in the cell medium was
measured by TCID50 at C 24 hpi and F 36 hpi. Data are expressed as means from three independent experiments. P values were calculated using
ANOVA as < 0.05 (*), < 0.01 (**), and < 0.001 (***) compared with cells infected with PRRSV alone (ns: not significant).

GD-HD (0.01 MOI) for 1 h, then treated with 30 μM of
Nb6-pFc, Nb53-pFc or TAT-Nb53. Relative mRNA levels of PRRSV ORF7, IL-1β, IL-6, IL-8, IL-10, IL12p40,
IFN-β, and TNF-α were detected by qPCR at 24 hpi and
36 hpi. As shown in Figure 7, the level of PRRSV ORF7
mRNA decreased by about 50% for both Nb6-pFc and
Nb53-pFc treated cells at 24 hpi, and further decreased
by 80% only for Nb6-pFc treated cells at 36 hpi, which
was consistent with the results from Figures 5 and 6.
PRRSV ORF7 mRNA levels were not changed from TATNb53 treated cells in comparison to medium-treated
cells (Figure 7). In both PRRSV inoculated and noninoculated cells, uptake of Nbs-pFc, but not TAT-Nb53,
induced dramatic changes in the cytokine production
by PAM. In non-inoculated cells, after 24-h treatment
with Nb6-pFc and Nb53-pFc, levels of IL-1β, IL-6, IL-8,
IL-10, IL12p40, and TNF-α mRNA were elevated at
least 28-fold, threefold, ninefold, 13-fold, 75-fold, and
sevenfold respectively, compared with mock cells. However, IFN-α and IFN-β mRNA levels only show a slight
increase, but not enough to be considered significant.
Further, 36-h treatment of PRRSV non-inoculated PAM
dispalyed the same trend with 24 h-treatment. At 24 and
36 hpi, PAM inoculated with 0.01 MOI of GD-HD can
induce IL-1β, IL-6, IL-8, IL-10, IFN-α, IFN-β, and TNF-α
expression, but not IL12p-40. After cells were treated

with Nb6-pFc and Nb53-pFc, there was a larger production of cytokines than in cells inoculated with GD-HD,
including IL-1β, IL-6, IL-8, IL-10, and IL-12p40 expression but not IFN-α, IFN-β, or TNF-α. The lower levels
of IFN-α, IFN-β and TNF-α mRNA of Nbs-pFc treated
cells compared to medium control in GD-HD inoculated
cells may be related to different quantities of the viruses.
At 36 hpi, the treatment of Nb6-pFc and Nb53-pFc can
induce significant differences in IL-1β, IL-6, IL-8, IL-10,
IFN-α, IFN-β, and TNF-α levels on infected PAM, which
may be attributed to greater inhibition of PRRSV replication. However, treatment with TAT-Nb53 did not induce
significant changes of cytokine production in PAM (Figure 7). It has been reported that energy-independent
direct penetration and energy-dependent endocytosis
were the two types of entry routes of cell-penetrating
peptide mediated entrance [43]. TAT, a cationic cell penetrating peptide with highly positive net charges at physiological pH, can interact with the negatively charged
membrane components and phospholipid bilayer to form
‘pores’ for internalization. Therefore, in the present study,
at the concentration of 30 μM, TAT-Nb53 directly penetrated into PAM via pores formed in the cell membrane.
This mechanism is different from Nbs-pFc used FcγR
mediated phagocytosis. Based on these findings, we suggest that Nbs-pFc treatment can induce PAM activation
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Figure 7 Regulation of cytokines by Nbs-pFc with or without PRRSV infection. PAM were innoculated with or without GD-HD (MOI of
0.01) for 1 h then treated with 30 μM of Nb6-pFc, Nb53-pFc and TAT-Nb53, and collected at 24 and 36 hpi. Relative mRNA levels of PRRSV ORF7,
IL-1β, IL-6, IL-8, IL-10, IL-12p40, IFN-α, IFN-β, and TNF-α were assessed using quantitative real-time qRT-PCR. Values were normalized to the internal
GAPDH control. Data are representative of three independent experiments performed in triplicate and are shown as the mean ± SD. P values were
calculated using ANOVA as < 0.05 (*), < 0.01 (**), and < 0.001 (***) compared with cells infected with PRRSV alone (ns: not significant).

and upregulate cytokine expression, contributing to the
inhibition of PRRSV infection of PAM at early stages.

Discussion
Previously, we reported antiviral nanobody Nb6 against
PRRSV Nsp9 [10] and subsequently fused it with TAT
to suppress PRRSV replication in MARC-145 cells and
PAM [20]. Although the TAT can deliver Nb6 into cells
in a time- and dose-dependent manner and dramatically
decreases PRRSV replication [20], it showed a random
penetration of cells after injection into mice and swine,
leading to a very low efficiency for prevention and treatment of PRRS (unpublished data). The tropism of PRRSV
is limited to cells of monocyte/macrophage lineage. PAM
are firstly infected and mainly replication cells by PRRSV

[44]. Fcγ receptors are highly expressed on the cell surface of monocytes and macrophages and play a prominent role in receptor-mediated phagocytosis [22]. In this
study, we produced a pig Fcγ and Nb6 fused chimeric
nanobody, which can enter PRRSV susceptible cells via
FcγR-mediated endocytosis and inhibit PRRSV infection
efficiently.
Normally, two heavy chains of antibodies form interchain disulfide bonds in the hinge region. The sequence
of pig IgG Fc used here including the hinge region CH2
and CH3. As expected, the apparent molecular weight
of Nb-pFc was twice as large after SDS-PAGE run under
non-reducing conditions than under reducing conditions (using β-mercaptoethanol) (Figure 1C). Therefore,
we hypothesize that Nbs-pFc formed disulphide bonded
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dimers (Figure 1B). Meanwhile, Nb6-pFc has better antigen binding activity with Nsp9 (Figure 2). In addition,
Nb6 expressed in the Pichia pastoris system most likely
has better protein conformation than that in the prokaryotic system [45].
Currently, it has been reported that there are at least
6 subtypes of porcine IgG [41, 46] with different binding affinities to various types of FcγRs and, thus, different roles in immune regulation [27]. In this work, we
used porcine IgG1a since it can bind with FcγRs but not
the complement-binding receptors [47, 48]. Cell viability
analysis shows that the IgG1a Fc portion fused to Nbs
does not induce PAM cytotoxicity at concentrations as
high as 50 μM after 24 h of treatment (Figure 4), suggesting that the pig IgG1a subtype is probably safe to be used
in future experiments in pigs.
To date, expression of two activating FcγRs (FcγRI,
FcγRIII) and one inhibitory FcγR (FcγRIIB) have been
identified and characterized on PAM [28–33]. After
cross-linking of FcγRI and FcγRIII, tyrosine phosphorylation of the immunoreceptor tyrosine-based activation motifs (ITAM) triggered a series of signal activations
and completed the endocytosis process. As expected,
Nbs-pFc could be uptaken by PAM, but His-Nb6 without the Fc portion could not (Figure 3A). This result indicates that Fc is a critical factor for the uptake of Nbs-pFc,
which first binds with the PAM membranes, then gradually seeps into the cytoplasm (Figure 3D). These results
were in agreement with theoretical expectations.
Clover-tagged PRRSV infectious clone and HPPRRSV strain GD-HD were used to evaluate the inhibition efficiency of Nb6-pFc. Consistent with intracellular
expressed Nb6 [10] and TAT-Nb6 [20], two strains of
PRRSV were significantly inhibited after treatment with
Nb6-pFc (Figures 5 and 6). In contrast with our previous
studies [10, 20], Nb53-pFc also decreased PRRSV infection and showed no significant differences with Nb6-pFc
at 24 hpi (Figures 5A, C and 6A–C). PAM are equipped
with a broad range of receptors and can secrete cytokines
by triggering various secondary signaling pathways and
produce a variety of cytokines, chemokines, and lipid
mediators [25, 26]. Several researchers have demonstrated that FcγRs crossing-linking induces cytokine
production [31, 32, 49–51], which are released by FcγRmediated phagocytosis, depending on the target particle
to which the antibody is directed that engages pattern
recognition receptors [42]. Therefore, we speculated that
antiviral cytokines were induced by FcγRs cross-linking
and phagocytosis. Based on the detection of cytokine
production in Nbs-pFc treated PAM, we found that
anti-inflammatory IL-10 and several pro-inflammatory
cytokines (IL-1β, IL-6, IL-8, IFN-β and TNF-α) were significantly upregulated (Figure 7). TAT-Nb53, using the
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internalization route of direct penetration, did not induce
obvious cytokine upregulation (Figure 7) [43]. Several
studies have reported that IL-10 can be induced by FcγRs
cross-linking [50, 52, 53] and promotes PRRSV infection
[53, 54]. Other reports showed that IL-1β, IL-6, IL-12,
TNF-α, and IFN-β can also inhibit PRRSV infection [54–
56]. In this work, we found that treatment with Nbs-pFc
increased the mRNA level of IL-10 significantly in PAM,
which was consistent with other investigations [50, 52,
53]. But according to Figure 7, endocytosis of Nbs-pFc
induced FcγRs crossing-linking, also revealed other proinflammatory pathways, and initiated cytokine production, which exhibited a suppression effect for PRRSV
infection.
Figure 5 shows that the purified pig IgG enhanced
PRRSV infection, possibly due to the interaction between
pig IgG and FcγR that induced PRRSV antibody-dependent enhancement (ADE) [57, 58]. Otherwise, pig IgG is a
complex IgG subtype that can strongly bind to the membrane of PAM but cannot be uptaken (data not shown);
this may be another reason for the enhancement of
PRRSV infection.
During FcR-mediated phagocytosis, particles were first
combined into phagosomes, then fused with lysosomes
[59, 60]. After 1 h of PRRSV inoculation, Nbs-pFc was
added to PAM to inhibit PRRSV replication (Figures 5
and 6). Theoretically, during the early stage of phagocytosis, Nbs-pFc are wrapped by phagosomes and then
released or digested by lysosomes, which may explain
why the antiviral efficiency of Nb6-pFc at 24 hpi was
weak. At 36 hpi, Nb6-pFc presented much stronger antiviral efficiency than Nb53-pFc, indicating that Nb6 interacts with PRRSV Nsp9 and inhibits PRRSV replication. It
should be noted that further study is suggested to investigate the release of Nbs-pFc from phagosomes.
PRRSV has a tropism for cells of the monocytic lineage and infects and replicates first in differentiated macrophages, such as porcine alveolar macrophages (PAM)
[61]. The results of this study show that Nb6-pFc can
suppress PRRSV replication on PAM via FcγR mediated
phagocytosis. Thus, to directly target the permissive cells
of PRRSV, Nb6-pFc can be delivered by intranasal administration after pigs were infected by PRRSV, which should
be evaluated in a future study. In future clinical applications, this Nb6-pFc could be used at any time after virus
infection since it targets the virus non-structural protein
and blocks virus replication. It could be applied to pigs at
a microgram level per head with affordable cost because
it could be produced in cell culture systems at a large
scale.
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Conclusion
Nanobodies have been widely studied in the diagnosis and treatment of diseases based on their numerous
advantages and ability to be modified for specific targets.
Currently, PRRS remains a great concern to the swine
industry due to the inefficiency of current vaccinations
and lack of efficient antiviral strategies. In the present
study, an inhibitory nanobody was modified via fusion
with a porcine IgG Fc to target PRRSV permissive PAM
through FcγR-mediated phagocytosis and dramatically
suppress PRRSV replication. This study proposes a novel
method to develop porcine IgG Fc fused with targeting
nanobodies as the therapeutic agents for PRRS prevention and control.
Acknowledgements
Not applicable.
Authors’ contributions
E-MZ conceived the study. LZ and LW performed the experiments. SC and
HL contributed to reagents and analysis tools. JH, GZ and KT contributed to
the data analyses. LZ, LW, QZ and E-MZ wrote the paper. All authors read and
approved the final manuscript.
Funding
The research is funded by grants from National Key R&D Program of China
(2017YFD0501006, 2016YFD05007).
Availability of data and materials
All data generated or analyzed during this study are included in the article.
Ethics approval and consent to participate
Not applicable.

Page 12 of 14

5.
6.

7.

8.
9.

10.

11.

12.
13.
14.

Consent for publication
Not applicable.
Competing interests
The authors declare that they have no competing interests.
Author details
1
Department of Preventive Veterinary Medicine, College of Veterinary Medi‑
cine, Northwest A&F University, Yangling 712100, Shaanxi, China. 2 Scientific
Observing and Experimental Station of Veterinary Pharmacology and Diag‑
nostic Technology, Ministry of Agriculture, Yangling 712100, Shaanxi, China.
3
Kazakh National Agrarian University, 050010 Almaty, Kazakhstan.

15.
16.
17.
18.

Received: 20 July 2020 Accepted: 6 November 2020

19.
References
1. Li C, Tang ZR, Hu ZX, Wang YW, Yang XM, Mo FZ, Lu XL (2018) Natural sin‑
gle-domain antibody-nanobody: a novel concept in the antibody field. J
Biomed Nanotechnol 14:1–19. https://doi.org/10.1166/jbn.2018.2463
2. Mir MA, Mehraj U, Sheikh BA, Hamdani SS (2020) Nanobodies: the “Magic
Bullets” in therapeutics, drug delivery and diagnostics. Hum Antibodies
28:29–51. https://doi.org/10.3233/hab-190390
3. Khodabakhsh F, Behdani M, Rami A, Kazemi-Lomedasht F (2018)
Single-domain antibodies or nanobodies: a class of next-generation
antibodies. Int Rev Immunol 37:316–322. https://doi.org/10.1080/08830
185.2018.1526932
4. Revets H, De Baetselier P, Muyldermans S (2005) Nanobodies as novel
agents for cancer therapy. Expert Opin Biol Therapy 5:111–124. https://
doi.org/10.1517/14712598.5.1.111

20.

21.
22.

Salvador JP, Vilaplana L, Marco MP (2019) Nanobody: outstanding
features for diagnostic and therapeutic applications. Anal Bioanal Chem
411:1703–1713. https://doi.org/10.1007/s00216-019-01633-4
Collins JE, Benfield DA, Christianson WT, Harris L, Hennings JC, Shaw DP,
Goyal SM, McCullough S, Morrison RB, Joo HS et al (1992) Isolation of
swine infertility and respiratory syndrome virus (isolate ATCC VR-2332) in
North America and experimental reproduction of the disease in gnotobi‑
otic pigs. J Vet Diagn Investig 4:117–126. https://doi.org/10.1177/10406
3879200400201
Wensvoort G, Terpstra C, Pol JM, ter Laak EA, Bloemraad M, de Kluyver EP,
Kragten C, van Buiten L, den Besten A, Wagenaar F et al (1991) Mystery
swine disease in The Netherlands: the isolation of Lelystad virus. Vet Q
13:121–130. https://doi.org/10.1080/01652176.1991.9694296
Du T, Nan Y, Xiao S, Zhao Q, Zhou EM (2017) Antiviral strategies against
PRRSV infection. Trends Microbiol 25:968–979. https://doi.org/10.1016/j.
tim.2017.06.001
Du Y, Du T, Shi Y, Zhang A, Zhang C, Diao Y, Jin G, Zhou EM (2016) Syn‑
thetic Toll-like receptor 7 ligand inhibits porcine reproductive and respira‑
tory syndrome virus infection in primary porcine alveolar macrophages.
Antivir Res 131:9–18. https://doi.org/10.1016/j.antiviral.2016.04.005
Liu H, Wang Y, Duan H, Zhang A, Liang C, Gao J, Zhang C, Huang B, Li Q,
Li N, Xiao S, Zhou EM (2015) An intracellularly expressed Nsp9-specific
nanobody in MARC-145 cells inhibits porcine reproductive and respira‑
tory syndrome virus replication. Vet Microbiol 181:252–260. https://doi.
org/10.1016/j.vetmic.2015.10.021
Guo Z, Chen XX, Li R, Qiao S, Zhang G (2018) The prevalent status and
genetic diversity of porcine reproductive and respiratory syndrome virus
in China: a molecular epidemiological perspective. Virol J 15:2. https://doi.
org/10.1186/s12985-017-0910-6
Han J, Wang Y, Faaberg KS (2006) Complete genome analysis of RFLP 184
isolates of porcine reproductive and respiratory syndrome virus. Virus Res
122:175–182. https://doi.org/10.1016/j.virusres.2006.06.003
Nan Y, Wu C, Gu G, Sun W, Zhang YJ, Zhou EM (2017) Improved vaccine
against PRRSV: current progress and future perspective. Front Microbiol
8:1635. https://doi.org/10.3389/fmicb.2017.01635
Morgan SB, Graham SP, Salguero FJ, Sanchez Cordon PJ, Mokhtar H, Rebel
JM, Weesendorp E, Bodman-Smith KB, Steinbach F, Frossard JP (2013)
Increased pathogenicity of European porcine reproductive and respira‑
tory syndrome virus is associated with enhanced adaptive responses and
viral clearance. Vet Microbiol 163:13–22. https://doi.org/10.1016/j.vetmi
c.2012.11.024
Kappes MA, Faaberg KS (2015) PRRSV structure, replication and
recombination: origin of phenotype and genotype diversity. Virology
479–480:475–486. https://doi.org/10.1016/j.virol.2015.02.012
Lin WH, Kaewprom K, Wang SY, Lin CF, Yang CY, Chiou MT, Lin CN (2020)
Outbreak of porcine reproductive and respiratory syndrome virus 1 in
Taiwan. Viruses 12:316. https://doi.org/10.3390/v12030316
Fang Y, Snijder EJ (2010) The PRRSV replicase: exploring the multifunction‑
ality of an intriguing set of nonstructural proteins. Virus Res 154:61–76.
https://doi.org/10.1016/j.virusres.2010.07.030
Lunney JK, Fang Y, Ladinig A, Chen N, Li Y, Rowland B, Renukaradhya GJ
(2016) Porcine reproductive and respiratory syndrome virus (PRRSV):
pathogenesis and interaction with the immune system. Annu Rev Anim
Biosci 4:129–154. https://doi.org/10.1146/annurev-animal-022114-11102
5
Darwich L, Gimeno M, Sibila M, Diaz I, de la Torre E, Dotti S, Kuzemtseva L,
Martin M, Pujols J, Mateu E (2011) Genetic and immunobiological diversi‑
ties of porcine reproductive and respiratory syndrome genotype I strains.
Vet Microbiol 150:49–62. https://doi.org/10.1016/j.vetmic.2011.01.008
Wang L, Zhang L, Huang B, Li K, Hou G, Zhao Q, Wu C, Nan Y, Du T, Mu Y,
Lan J, Chen H, Zhou EM (2019) A nanobody targeting viral nonstructural
protein 9 inhibits porcine reproductive and respiratory syndrome virus
replication. J Virol 93:e01888–18. https://doi.org/10.1128/JVI.01888-18
Kardani K, Milani A, Shabani SH, Bolhassani A (2019) Cell penetrating
peptides: the potent multi-cargo intracellular carriers. Expert Opin Drug
Del 16:1227–1258. https://doi.org/10.1080/17425247.2019.1676720
Aderem A, Underhill DM (1999a) Mechanisms of phagocytosis in mac‑
rophages. Annu Rev Immunol 17:593–623. https://doi.org/10.1146/annur
ev.immunol.17.1.593

Zhang et al. Vet Res

(2021) 52:25

23. Guilliams M, Bruhns P, Saeys Y, Hammad H, Lambrecht BN (2014) The
function of Fcgamma receptors in dendritic cells and macrophages. Nat
Rev Immunol 14:94–108. https://doi.org/10.1038/nri3582
24. Bournazos S, Ravetch JV (2017) Fcgamma receptor function and the
design of vaccination strategies. Immunity 47:224–233. https://doi.
org/10.1016/j.immuni.2017.07.009
25. Mosser DM, Edwards JP (2008) Exploring the full spectrum of mac‑
rophage activation. Nat Rev Immunol 8:958–969. https://doi.org/10.1038/
nri2448
26. Barrionuevo P, Beigier-Bompadre M, Fernandez GC, Gomez S, Alves-Rosa
MF, Palermo MS, Isturiz MA (2003) Immune complex-FcgammaR interac‑
tion modulates monocyte/macrophage molecules involved in inflamma‑
tion and immune response. Clin Exp Immunol 133:200–207. https://doi.
org/10.1046/j.1365-2249.2003.02208.x
27. Nimmerjahn F, Ravetch JV (2005) Divergent immunoglobulin g subclass
activity through selective Fc receptor binding. Science 310:1510–1512.
https://doi.org/10.1126/science.1118948
28. Kacskovics I (2004) Fc receptors in livestock species. Vet Immunol Immu‑
nopathol 102:351–362. https://doi.org/10.1016/j.vetimm.2004.06.008
29. Shi P, Su Y, Li Y, Zhang L, Lu D, Li R, Zhang L, Huang J (2019) The alterna‑
tively spliced porcine FcγRI regulated PRRSV-ADE infection and proin‑
flammatory cytokine production. Dev Comp Immunol 90:186–198. https
://doi.org/10.1016/j.dci.2018.09.019
30. Zhang G, Qiao S, Li Q, Wang X, Duan Y, Wang L, Xiao Z, Xia C (2006)
Molecular cloning and expression of the porcine high-affinity immuno‑
globulin G Fc receptor (FcgammaRI). Immunogenetics 58:845–849. https
://doi.org/10.1007/s00251-006-0143-0
31. Zhang Y, Zhou Y, Yang Q, Mu C, Duan E, Chen J, Yang M, Xia P, Cui B (2012)
Ligation of Fc gamma receptor IIB enhances levels of antiviral cytokine in
response to PRRSV infection in vitro. Vet Microbiol 160:473–480. https://
doi.org/10.1016/j.vetmic.2012.06.021
32. Zhang L, Li W, Sun Y, Li X, Kong L, Xu P, Xia P, Yue J (2020) Activation of
activating Fc gamma receptors down-regulates the levels of interferon
β, interferon γ and interferon λ1 in porcine alveolar macrophages
during PRRSV infection. Int Immunopharmacol 81:106268. https://doi.
org/10.1016/j.intimp.2020.106268
33. Halloran PJ, Sweeney SE, Strohmeier CM, Kim YB (1994) Molecular cloning
and identification of the porcine cytolytic trigger molecule G7 as a Fc
gamma RIII alpha (CD16) homologue. J Immunol 153:2631–2641
34. Aderem A, Underhill DM (1999b) Mechanisms of phagocytosis in mac‑
rophages. Annu Rev Immunol 17:593–623. https://doi.org/10.1146/annur
ev.immunol.17.1.593
35. Xiao S, Zhang A, Zhang C, Ni H, Gao J, Wang C, Zhao Q, Wang X, Wang
X, Ma C, Liu H, Li N, Mu Y, Sun Y, Zhang G, Hiscox JA, Hsu WH, Zhou EM
(2014) Heme oxygenase-1 acts as an antiviral factor for porcine reproduc‑
tive and respiratory syndrome virus infection and over-expression inhibits
virus replication in vitro. Antivir Res 110:60–69. https://doi.org/10.1016/j.
antiviral.2014.07.011
36. Huang BC, Xiao X, Xue BY, Zhou EM (2018) Clover-tagged porcine
reproductive and respiratory syndrome virus infectious clones for rapid
detection of virus neutralizing antibodies. J Virol Methods 259:100–105.
https://doi.org/10.1016/j.jviromet.2018.06.013
37. Gao J, Xiao S, Xiao Y, Wang X, Zhang C, Zhao Q, Nan Y, Huang B, Liu H, Liu
N, Lv J, Du T, Sun Y, Mu Y, Wang G, Syed SF, Zhang G, Hiscox JA, Goodfel‑
low I, Zhou EM (2016) MYH9 is an essential factor for porcine reproduc‑
tive and respiratory syndrome virus infection. Sci Rep 6:25120. https://doi.
org/10.1038/srep25120
38. Xiao S, Wang Q, Gao J, Wang L, He Z, Mo D, Liu X, Chen Y (2011) Inhibition
of highly pathogenic PRRSV replication in MARC-145 cells by artificial
microRNAs. Virol J 8:491. https://doi.org/10.1186/1743-422X-8-491
39. Pizzi M (1950) Sampling variation of the fifty percent end-point, deter‑
mined by the Reed–Muench (Behrens) method. Hum Biol 22:151–190
40. Zhang A, Duan H, Li N, Zhao L, Pu F, Huang B, Wu C, Nan Y, Du T, Mu Y,
Zhao Q, Sun Y, Zhang G, Hiscox JA, Zhou EM, Xiao S (2017) Heme oxyge‑
nase-1 metabolite biliverdin, not iron, inhibits porcine reproductive and
respiratory syndrome virus replication. Free Radic Biol Med 102:149–161.
https://doi.org/10.1016/j.freeradbiomed.2016.11.044
41. Butler JE, Wertz N, Deschacht N, Kacskovics I (2009) Porcine IgG: structure,
genetics, and evolution. Immunogenetics 61:209–230. https://doi.
org/10.1007/s00251-008-0336-9

Page 13 of 14

42. Zhu L, Jones C, Zhang G (2018) The role of phospholipase C signal‑
ing in macrophage-mediated inflammatory response. J Immunol Res
2018:5201759. https://doi.org/10.1155/2018/5201759
43. Guidotti G, Brambilla L, Rossi D (2017) Cell-penetrating peptides: from
basic research to clinics. Trends Pharmacol Sci 38:406–424. https://doi.
org/10.1016/j.tips.2017.01.003
44. Montaner-Tarbes S, Del Portillo HA, Montoya M, Fraile L (2019) Key gaps
in the knowledge of the porcine respiratory reproductive syndrome virus
(PRRSV). Front Vet Sci 6:38. https://doi.org/10.3389/fvets.2019.00038
45. Verma R, Boleti E, George AJT (1998) Antibody engineering: comparison
of bacterial, yeast, insect and mammalian expression systems. J Immunol
Methods 216:165–181. https://doi.org/10.1016/s0022-1759(98)00077-5
46. Butler JE, Wertz N, Sinkora M (2017) Antibody repertoire development in
swine. Annu Rev Anim Biosci 5:255–279. https://doi.org/10.1146/annur
ev-animal-022516-022818
47. Butler JE, Sun J, Wertz N, Sinkora M (2006) Antibody repertoire
development in swine. Dev Comp Immunol 30:199–221. https://doi.
org/10.1016/j.dci.2005.06.025
48. Crawley A, Wilkie BN (2003) Porcine Ig isotypes: function and molecular
characteristics. Vaccine 21:2911–2922. https://doi.org/10.1016/s0264
-410x(03)00142-7
49. Yang Q, Zhang Y, Chen J, Zhou Y, Li N, Qin Y, Yang M, Xia P, Cui B (2013)
Ligation of porcine Fc gamma receptor I inhibits levels of antiviral
cytokine in response to PRRSV infection in vitro. Virus Res 173:421–425.
https://doi.org/10.1016/j.virusres.2013.02.005
50. Gallo P, Goncalves R, Mosser DM (2010) The influence of IgG density and
macrophage Fc (gamma) receptor cross-linking on phagocytosis and
IL-10 production. Immunol Lett 133:70–77. https://doi.org/10.1016/j.imlet
.2010.07.004
51. Zhang L, Li W, Sun Y, Kong L, Xu P, Xia P, Zhang G (2020) Antibodymediated porcine reproductive and respiratory syndrome virus infection
downregulates the production of interferon-alpha and tumor necrosis
factor-alpha in porcine alveolar macrophages via Fc gamma receptor I
and III. Viruses 12:187. https://doi.org/10.3390/v12020187
52. Lucas M, Zhang X, Prasanna V, Mosser DM (2005) ERK activation following
macrophage FcgammaR ligation leads to chromatin modifications at
the IL-10 locus. J Immunol 175:469–477. https://doi.org/10.4049/jimmu
nol.175.1.469
53. Zhang L, Chen J, Wang D, Li N, Qin Y, Du D, Yang M, Xia P (2016) Ligation
of porcine Fc gamma receptor III inhibits levels of antiviral cytokine in
response to PRRSV infection in vitro. Res Vet Sci 105:47–52. https://doi.
org/10.1016/j.rvsc.2016.01.009
54. Wang L, Hu S, Liu Q, Li Y, Xu L, Zhang Z, Cai X, He X (2017) Porcine alveolar
macrophage polarization is involved in inhibition of porcine reproduc‑
tive and respiratory syndrome virus (PRRSV) replication. J Vet Med Sci
79:1906–1915. https://doi.org/10.1292/jvms.17-0258
55. Zhang M, Du T, Long F, Yang X, Sun Y, Duan M, Zhang G, Liu Y, Zhou EM,
Chen W, Chen J (2018) Platycodin D suppresses type 2 porcine reproduc‑
tive and respiratory syndrome virus in primary and established cell lines.
Viruses 10:657. https://doi.org/10.3390/v10110657
56. Meng C, Su L, Li Y, Zhu Q, Li J, Wang H, He Q, Wang C, Wang W, Cao S
(2018) Different susceptibility to porcine reproductive and respiratory
syndrome virus infection among Chinese native pig breeds. Adv Virol
163:2155–2164. https://doi.org/10.1007/s00705-018-3821-y
57. Gu W, Guo L, Yu H, Niu J, Huang M, Luo X, Li R, Tian Z, Feng L, Wang Y
(2015) Involvement of CD16 in antibody-dependent enhancement of
porcine reproductive and respiratory syndrome virus infection. J Gen Virol
96:1712–1722. https://doi.org/10.1099/vir.0.000118
58. Qiao S, Jiang Z, Tian X, Wang R, Xing G, Wan B, Bao D, Liu Y, Hao H, Guo
J, Zhang G (2011) Porcine FcγRIIb mediates enhancement of porcine
reproductive and respiratory syndrome virus (PRRSV) infection. PLoS One
6:e28721. https://doi.org/10.1371/journal.pone.0028721
59. Allen LA, Aderem A (1996) Molecular definition of distinct cytoskeletal
structures involved in complement and Fc receptor mediated phagocy‑
tosis in macrophages. J Exp Med 184:627–637. https://doi.org/10.1084/
jem.184.2.627
60. Henry RM, Hoppe AD, Joshi N, Swanson JA (2004) The uniformity of
phagosome maturation in macrophages. J Cell Biol 164:185–194. https://
doi.org/10.1083/jcb.200307080

Zhang et al. Vet Res

(2021) 52:25

Page 14 of 14

61. Shi C, Liu Y, Ding Y, Zhang Y, Zhang J (2015) PRRSV receptors and
their roles in virus infection. Arch Microbiol 197:503–512. https://doi.
org/10.1007/s00203-015-1088-1

Publisher’s Note

Springer Nature remains neutral with regard to jurisdictional claims in pub‑
lished maps and institutional affiliations.

Ready to submit your research ? Choose BMC and benefit from:

• fast, convenient online submission
• thorough peer review by experienced researchers in your field
• rapid publication on acceptance
• support for research data, including large and complex data types
• gold Open Access which fosters wider collaboration and increased citations
• maximum visibility for your research: over 100M website views per year
At BMC, research is always in progress.
Learn more biomedcentral.com/submissions

